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ture system. Of the 4461 bottles flagged positive, 4087 (13.5%) were 
true positives (among them 170 clinically sigdicant polymicrobial 
samples contained 385 microorganisms) and 334 (1.1%) were false 
positives. The study of false positive results showed that the mean 
time to detection of a false positive was 72 hours while the mean 
time to detection of true positives was 25 hours. Among the false 
positives, 27.2% were aerobic bottles and 72.8% anaerobic bottles. 
The low percentage of false positives signalled by VITAL does not 
sigdcantly atTect the workload in our laboratories. VITAL bottles 
enable a rapid visual check before discarding at the end of the proto- 
col. Only bottles showing any sign of growth (hemolysis, turbidity, 
color change ...) were subcultured, resulting in sigdcant reduction 
of workload. Final subculture of such bottles enabled the detection 
of 43 (0.14%) false negative bottles. Only 23 microorganisms, corre- 
sponding to 16 patients, were chcally significant (0.07%). In only 
3 septic episodes (Brucefla sp, C. parapsilosis, E. colt) were not detected 
by previous blood cultures. The rapid visual control of negative bot- 
tles proved t e r d  subculture to be unnecessary 
Bacterial identification 
LP254 I A New integrated System for Microbiological 
Testing: The Viek II System 
J.P Gayral I ,  R. Robinson ', D. Sandstedt *. 'bioM&eux, France, 
bioMkrieux, USA 
Many automated systems have been developed in the past twenty 
years for bacterial idendcation and antimicrobial susceptibility test- 
ing; a few of them s t d l  are widely utilized ATB, Vitek, Microscan. 
The new Vitek I1 system which uses the most recent technological 
advances is described. 
This system is an integrated instrument which allows rapid identi- 
fication and antimicrobial susceptibhty testing of chcally important 
organisms (bacteria and yeast). Miniaturized ready-to-use disposables 
(64 well cards) have been designed for performing idendcation and 
MIC determination. The procedure has been simphfied to one man- 
ual step: one standardized inoculum is prepared by suspendmg iso- 
lated colonies in a primary tube; then this tube and disposables are 
loaded in the instrument whch automatically performs all the fol- 
lowing steps: specimen identification, i n o d u m  dilution, disposable 
filling, incubation, kinetic reading of tests, interpretation (includmg 
expert system analysis) and waste d~sposal. Workflow has been opti- 
mized to allow batch loading of up to 60 tests in a very short time; 
and results are obtained within few hours. Information trackmg is 
compatible with a paperless organization. 
Early evaluations have demonstrated a very high level of perfor- 
mance for identification as well as antimicrobial susceptibhty testing. 
The Vitek I1 system should constitute a new generation of automated 
microbiology system. 
Rapid Automated Identification of 
Gram-Positive Cocci with the Vitek II System 
ticase soy agar with 5% sheep blood. Suspensions were prepared in 
s h e  in a range equivalent to #0.3754.625 McFarland turbidity 
standards and then added to a lsposable (card) of 46 fluorimet- 
ric substrates. These substrates measured glycosidase, arylamidase, 
urease, decarboxylase, and phosphatase activities as well as growth 
in the presence of inhibitory compounds and uthzation of various 
carbohydrates. Inoculated panels were incubated for 2 h at 35°C. 
Fluorescence levels were measured automatically at 15 min intervals 
over the 2 h incubation period. A computer-assisted algorithm was 
used to determine final idenafications. 
Results A comparison to reference identification methods (i.e., 
API strips and conventional tests) showed 98.0% agreement (86.8% 
to species level without supplemental testing required; 11.2% to 
species level after supplemental testing), 1.7% were misidenhfied 
and 0.3% were unidentified. The isolation medium did not affect 
performance. 
Conclusions: A rapid, automated method was developed 
allowing hghly accurate identification of chcally s id icant  
Gram-positive cocci within 2 h. 
ml Robustness of Gram Negative Rod Identification 
with the Vitek II System 
M. Guicherd, S. Cagnes, R. Cogne, R. Cuziat, M. Desmonceaux. 
bioMhieux, France 
Compared to tradttional overnight systems for microbial idendca- 
tion, rapid methods are known to be more likely to exhibit perfor- 
mance variability and therefore have to be very highly standardized 
to be reliable. 
In order to define the performance h i t s  o f  the Vitek I1 ID-GNB 
system for the identification of Gran-negative bacilli, suspected po- 
t e n d  interfering parameters were investigated. 
Before performing such a study, the system was tested for repro- 
ducibility by running in quintuplicate a kit of 58 selected strains 
belonging to the most duucally s i m c a n t  species of Gram-negative 
bacfi, using a predefined standardized methodology. The combined 
effects of the inoculum density, age of the culture, age of the in- 
oculum suspension were then stuled on the same lut of strains in 
comparison with reproducibility data. 
The results of this study indicate that the age of the culture and 
the density of the inoculum are two influential parameters. It  has 
been shown that while 8-%-hour old isolates may be used, cultures 
whch are 48 hours old may not. The inoculum density must be 
adjusted to 0.5 MF or slightly higher. 
The age of the inoculum suspension, within the range tested, has 
little or no effect on the quality of the identifkation. 
In conclusion, in order to obtain the expected accuracy, the rec- 
ommended methodology has to be rigorously followed in terms of 
inoculum density and age of the culture. 
I P257 1 Rapid Identification of Gram Negative Rods 
with the Vitek II System 
M. Desmonceaux, J.L. Balzer, S. Cagnb, R. Cogne, R. Cuziat, 
M. Guicherd. bioMJrieux, France 
A. Bassel, R. Makkar, D. Freiner, J.-L. Balzer, D. Pincus. bioM6rieu.z 
Vitek, Inc., St. Louis, Missouri, USA The new Vitek I1 ID-GNB card has been developed in conjunction with the new fully automated Vitek I1 system, to provide idenafiica- 
Objectives: The goal was to develop an automated idenafication of tion of Gram-negative bacilli of clmcal origin in a maximum of 3 
clinically si&icant Gram-positive cocci within 2 h incubation. hours, using a 0.5 MF suspension h m  the prunary culture. 
Methods: A set of 1937 isolates of 53 taxa in the genera Ae- The card contains 41 fluorescent biochemical tests, enabling 
rocom, Enterococcus, Gemella, Kocuria, Minocorns, Staphylococcus, and the identification of 76 species or genera of glucose-fermenting 
Streptoroms was tested. Isolates were tested h m  subcultures grown Gram-negative bacilli and 25 species, genera or groups of 
overnight at 35°C on Columbia agar with 5% sheep blood and nyp- Gram-negative non-fermenters. 
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In order to ensure robusmess and eficiency in this rapid product, 
the knowledge base was generated through an experimental design 
combining variable parameters (isolation media, inoculum size, 4- 
ture age). 
The performance of the Vitek I1 ID-GNB card was evaluated us- 
ing 1963 dimcal and stock isolates ofboth commonly and rarely ob- 
served species of Gram-negative bacllli, including 564 nonfermenta- 
tive strains. Overall, the system correctly identified 96.8% of the iso- 
lates, including 16.5% of low discrimination with the right species. 
1.8% of the strains were not identified and 1.4% were misidentified. 
The performance for glucose-fermenting Gram-negative bacilli 
and the most kquent clinically s i d c a n t  non-fermenters is as fol- 
lows: 97.5% of the 1504 organisms were correctly identified, of 
which 4.1% needed further testing, 1.5% were not identified and 1% 
were misidentified. 
Results of this study show that Vitek II ID-GNB is an accurate 
method for routine identification of Enterobacteriaceae and other 
currently chically relevant Gram-negative bacilli. 
1-1 Influence of Isolation Media on the 
ldentitication of Gram Negative Rods using the 
Viiek II System 
R .  Cuziat, S. CagnZs, R .  Cogne, M. Desmonceaux, M. Guicherd, 
D. Monget. bioMbrieux, France 
Phenotypic identification, relying on the detection of enzymatic 
activities, may depend on the isolation media used, which induce 
or inhibit such activities. T h  point is more critical for rapid systems 
based on the detection of preformed enzymes. In order to check if 
the use of common isolation media of Herent origins is compatible 
with the new Vitek I1 ID-GNB system for the rapid identification of 
Gram-negative bacdli, we studled the impact of 11 Merent media 
on the identification performance obtained with t h ~ ~  system. 
A kit of 58 Gram-negative bacilli, belonging to the most clinically 
signhcant species, was tested after subculture on the 11 media, using 
a predefined standardized methodology. 
This methodology was also applied to the same set of organisms to 
check theu identification reproducibility by running them in quin- 
tuplicate. 
The results of this study indicate that all the isolation media tested 
can be recommended, except EMB and SS mema, which have a 
negative effect on the quality of the identification. 
In conclusion, the Vitek I1 ID-GNB system offeprs good perfor- 
mance for the rapid identification of Gram-negative bacilli with most 
of the common isolation media. 
182591 Identification of Nonfermenting Gram-Negative 
Bacilli with the Viiek NFC-Card 
A. Ruppel, G. Geis, X Opferkuch. Department ofMedical 
Microbioloa, Ruhr-Univmitat Bochum, Univmitatsstr. 150, 44801 
Ekxhum, Germany 
Nonfermenting gram-negative baciUl (NFGNB) are ubiquitous in 
the environment and are becoming more clinically important be- 
cause of the increasing number of immunocompromised patients. 
The Vitek NFC card (bioMirieux, Hazelwood, MO) has been 
evaluated for the automated identification of NFGNB and Aeromonas 
sp. from environmental origin. Therefore we analysed 93 chcally 
relevant isolates, including 24 Pseudomoms sp., 21 Acinetobacter sp, 
14 Stenotrophomonas sp., 13 Aeromonas sp., 29 other s t r a i n s  (10 dif- 
ferent species) as well as 8 reference s&, cultured on Trypticase 
soyalsheep blood agar, MacConkey agar and Columbia/sheep blood 
agar. The NFC card was inoculated with each s t r a i n  grown on all 
three dij€erent media. Idennfication results were compared with the 
characterization by Api 20 NE (bioMiriew, Many, France) from 
Columbia/sheep blood agar. 96 strains (95%) could be correctly 
identified on species level by the NFC card. There were no s&- 
cant Werences concerning the identification results of the Herent 
media used. 5 strains (5%) remained unidentified with the NFC card; 
2 of these strains could also not be identified with the Api 20 NE 
either. 
In conclusion, the Vitek NFC card offers a rapid, standardued, re- 
liable and easily performed method for the identification of cknically 
relevant NFGNB from standard culture meka. 
Ip2601 Usefulness of API NH and AT6 NH Systems in 
Diagnostic of Haemophilus influenzae 
K. Trzcihski, A. Klarowicz, W Hryniewicz. Sera and Vm'nes Central 
Retearch Laboratory, Wanmu, Poland 
Objectives: To assess the usefulness of commercial, non-automated 
API NH 2-hour system for identification and ATB NH automated 
system for susceptibility testing of H .  injuenzae. 
Methods: Eighty one H .  inluenzae st ra ins  isolated from lower 
respiratory tract infections (77 from sputum and 4 from bron- 
cho-alveolar lavage), two f h m  blood and three H. intuenzae standard 
s t r a i n s  were included into the study. Species was identified by Gram 
stain morphology and requirement of hemine and nicotinamide ade- 
nine dinucleotide for p w t h  and by API NH system (BioMerieux). 
Susceptibility to ampicillin, amoxicillin/clavulanic acid, cefaclor, ce- 
furoxime, doxycycline, chloramphenicol and co-trimoxazole was 
evaluated by microdilution method according to the NCCLS and 
by ATB NH system (BioMerieux). Beta-lactamase production was 
evaluated with cefinase disc (BioMerieux). 
Results: The identification of species was confirmed by MI 
NH test in all H. injuenzae strains except one, identified as H. 
parainjuenzae. The B-lactamase production was confirmed by both 
API NH and cefinase disc in 2 isolates. Comparison of the results 
of susceptibility testing by ATB NH tests and mmimal irhbitory 
concentration evaluation showed high degree of correlation for 
ampicillin/amoxicillin (96.4%), amoxicillin/davulanic acid (98.8%), 
doxycydine/tetracycline (95.2%) and chloramphenicol (100%). For 
the other antimicrobds tested the correlation was: 90.4% for com- 
moxazole, 88.0% - cefuroxime and 84.4% - cefador. 
Conclusion: Both API NH and ATB NH tests are useful for the 
identification and susceptibility testing of H. injuenzae. 
[ P2611 Selective Media for Recovery of Haemophilus 
influenzae from Upper Respiratory Tract 
Specimens 
W.H.F. Goessens ', L. Van Damme ' , A. Smit ' , D. Cohen2, 
H.A. Verbrugh 
Medical Centre Rotterdam, The Netherlands, 'bioMen'eux, 
s'Hertogenbosch, The Netherlands 
In addition to various systemic life-threatening infections, H. Intuen- 
zap is a common cause of serious diseases of the upper and lower 
respiratory tract. Microbiological dngnosis of these Haemophilus in- 
fections is often hampered by an inability to recover the organism 
on primary-plated media due to the hquency and ease with whch 
it is overgrown by the commensal microbial flora of the URT. The 
intent of the present study was to determine recovery rates of H. 
Injuenzae from contaminated URT specimens by using a commer- 
cial selective medium: choc. agar containing bacitracin, vancomycin 
and amphotericin B. 212 URT samples were cultured and streaked 
in four quadratans, incubated for 48 h at 37°C in an atmosphere of 
'Dept. of Clinical Microbioloa, Erasmtu U n i m i t y  
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5-7% CO', and examined by two individual technicians daily for the 
presence of colonies morphologically compatible with Haemophilus 
spec. 59 samples grew Haemophilus spec. whch were categorized as 
follows: 31 grew only on the selective choc. medium, 26 isolates 
grew on both plates and 2 grew only on the regular choc. plate. The 
overall sensitivity of the selective choc. medium is therefore 97% and 
the sensitivity of the regular choc. is 47%. 
Ip261I Evaluation of CPS ID2 Medium for Clinical 
Microbiological Specimens Other Than Urine 
Samples 
V Schwam, Y Glupczynski. A.  VLsale Hospital, Montigny-le-Tilleul, 
Belgium 
CPS ID2 (bioMkrieuxm, France) is a chromogenic agar medium pri- 
marily designed for isolation and presumptive idenhfication of E .  coli, 
Proteus sp. and enterococci from urine bacteriological specimens. 
Objective: We aimed to assess the value of a "two-half' single 
culture plate combining CPS ID2 & ANC-blood agar for bacterial 
isolation and identification from miscellaneous non-urine c h c a l  
specimens. 
Results: Over a 5 month period, 483 consecutive, non-duplicate 
specimens (all miscellaneous body fluids as well as various pus and 
wound swabs, excluding respiratory tract specimens) were inocu- 
lated on CPS ID2/ANC agar and on specific conventional media. 
Of the 401 strains isolated from 265 culture-positive samples, 377 
(94.2%) were detected on CPS ID2/ANC agar and 387 (96.7%) on 
conventional media (NS difference). No Merences were observed 
between media in detection rates, speed of growth or bacterial den- 
sity for any individual species except for enterococci which were 
more kquently isolated on CPS ID2/ANC agar than on conven- 
tional media (66 vs 50 isolates, respectively). Of 173 E. coli-Proteus 
sp.-enterococci strains detected by all culture media, CPS ID2/ANC 
agar achieved complete correct idennfication in 86.1% of the cases. 
In 47 specimens yielding a polymicrobial culture, idenafication of 
individual species was sdll achievable on the CPS ID2/ANC plate 
while massive swarming by Proteus sp. did completely impede bac- 
terial isolation on the other media. 
Conclusion: CPS IDZ/ANC agar proved very useful for the 
detection and idennfication of non-fastidious bacteria tiom clinical 
specimens other than urine. Moreover, owing to the color of the 
colonies and the lack of swarming by Proteus sp., mixed cultures are 
easier to detect on CPS ID2 agar than on conventional media. 
(p2631 Basis for Ascription of Klebsiella mobilis 
E. Sivolodsky, N. Mikhailov. Military Medical Academy, St. Petenburg, 
Russia 
Objectives: To define more precisely taxonomic range of Mebsiella 
mobilis. 
Methods: A total of 553 environmental, clinical and type strains 
of merent Klebsiellu spp. and other bacteria of 67 species of 27 gen- 
era were typed by routine methods and examined on chromogenic 
culture medium Cy. Sivolodsky, 1988). Arbitrary polymerase chain 
reaction (PCR) was done as described by Bulat et al. (1989), cross 
hybridization of ampM1ed DNA was done by method of Southern. 
Results: Chromogenic reaction (brown halo) was observed only 
with colonies of K. pneumoniae (subsp. pneumoniae, ozenae, rhinoscle- 
romatis), K. oxytoca and K. mobilis (94.5%) but not with those of K. 
planticola, K. tmgena and bacteria of the other 27 genera, includmg 
Enterobacter. Amplified DNA of K. mobilis CCM 2531 hybridzed 
only with DNA patterns of Mebsiella spp. 
(Enterobacter aerogenes) to Genus Klebsiella 
Conclusion: Results of chromogenic reaction and arbitrary PCR 
followed by cross hybridmtion of amplified DNA confirm the cor- 
rect ascription of K. mobilis ( E .  aerogenes) to genus Mebsiella. 
lp2641 Specificity of the Detection of Salmonella by 
T. Kuchta ', A. Stefanovitovh', I. Majerikovi ', N. Rijpens *. 'Food 
Research Institute, Bratislaw, Slovakia, 'Rijkzuiuektation, Melle, 
Belgium 
Objectives: To briefly evaluate the specificity of ELISA- and 
PCR-based methods as the most promissing ones currently avd- 
able for the rapid and sensitive detection of salmonella 
Methods: Three commercial ELISA-based systems were used 
VIDAS-Salmonella (Bio-Mkrieux), Locate Salmonella Rapid Test 
Whe-Poulenc) and Salmonella-Tek (Organon-Teknika). Then 
PCR-based method was that employing the pair of primers 
STll/ST15 (Aabo et al., Mol. Cell Probes 7, 171-178,1993). 
Microorganisms: Pure cultures of salmonella (Salmonella enteri- 
tidis, S.  typhimurium) and non-salmonella related species (Citrobacter 
spp., Enterobacter spp.) were used. 
Results: All the three ELISA-based methods produced 
f&e-positive results with certain non-salmonella strains. The 
PCR-based method correctly distinguished between salmonella and 
non-salmonella strains. 
Conclusions: The PCR-based method detects salmonella with 
higher specificity than the ELISA-based methods tested. 
ELISA- and PCR-based methods 
I P265 I Arbitrary PCR and Non-radioactive Hybridization 
for Bacterial Identification 
I. Mokrousov. Pasteur Institute, St. Petusbug, Russia 
Objectives: Application of non-racloactive Arbitrary 
PCR/hybridization technique for revealing genospecies. 
Methods: A total of 26 coryne- and 17 enterobacteria were stud- 
ied by arbitrarily primed PCR (AP PCR) with two 20-men (#21 
and #45 ofDr S .  Bulat) and one 9-mer (AP45 primer). The AP am- 
plified DNA fragments were Southern cross hybridized. The digoxl- 
genin (DIG) labeling, hybridization and colorimetric detection were 
done with Boehringer Mannheim kits. 
Results: Homology of AP amplified DNA (32p labeling) was 
suggested as a criterion for identification of genospecies (Bulat et 
al., 1992). We applied non-radioactive variant of this technique 
for coryne- and enterobacteria and showed species specificity of 
AP-amphfied DNA. C. ufcerans presents separate Corynebactnium 
species that correlate with DNA-DNA reassociation data (Regel 
et al., 1995). 
Conclusion: Non-radioactive (via DIG labehng) hybridization 
variant of AP PCR presents rapid and sensitive tool for revealing of 
genospecies of bacteria and identification of atypical isolates. 
I P266 I Bacterial Genotyping Based on Ribosomal DNA 
I. Mokrousov', 0. Narvskaya', E Grimont', P.A.D. Grimont'. 
'Pasteur Institute, St. Petenbug, Russia, 'Institut Pasteur, Paris, France 
Objectives: Application of ribosomal DNA restriction enzyme 
(RE) polymorphism analysis for bacterial merentiation and iden- 
nfication. 
Methods: A total of 98 corynebacteria and 17 enterobacteria 
strains were studied by RE analysis of amplified rDNA spacer. The 
rooted trees based on R E P S  in all 6 R E  were constructed by using 
Dollo parsimony algorithm (Phylip 3.5, J. Felsenstein). 
Spacer Polymotphisms 
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Results: The length of ampkfied rDNA was equal for most of 
the species. The intraspecific stability of RE profiles was found. 
Thus we re-determined atypical (cysteinase-negative) corynebacteria 
as C. diphtheriae. Cluster analysis was performed for related species 
and genera: 1) for corynebacteria, 2) for enterobacteria. C .  ulceram 
mered from both C. diphtheriae and other species to be regarded as 
separate Corynebacteriurn sp. 
Conclusion: RFLP analysis of arnpkfied rDNA spacer can be 
used for differentiation of bacterial species, mferring the phylogenies 
for related genera and for correct identification of atypical isolates. 
Identification of Gram-positive bacteria 
I P267 I Evaluation of BBL Crystal" Grampositive (GP) 
Identification System 
H. vonBaum, ER. Klemme, H.K. Geiss, H.-G. Sonntag. Institute of 
Hygiene, University of Heidelbq, INF 324, 69124 Heidelberg, 
Gmnany 
Objectives: To evaluate the accuracy of Crystal Grampositive Iden- 
tification System (Becton Dickinson Microbiology Systems) for the 
identification of different groups of grampositive strains in compar- 
ison with currently used commercial system: API Staph, API Strep 
and API C o v e  (bioMCrieux Diagnostic). 
Methods: The Crystal system is a miniaturized panel consisting 
of 29 fluorogenic, chromogenic and modified conventional substrates 
plus a fluorogen control. After 18-24 hours of incubation at 37°C 
in ambient atmosphere the panel is read using a Panel Viewer. The 
generated 10 digit profile provides an identification with the Crystal 
Electronic Codebook. We evaluated the performance of this system 
on 207 grampositive clinical specimens. 30 stock strains and 177 
bacterial saains recently isolated from biological specimens and sam- 
ples were tested. Eleven reference ATCC strains were tested as well 
and correctly identified. The series included the following genera: 
Sfaphylm' (77), Mic~~mai (5), Stomatocorn sp (1). Streptococn' (63). 
Entmm' (39), A e r o c d  (4), Lnctocwi (2), Gardwella vaginalir (5), Lis- 
rm'a (4), Corynebacfm'aceae (4), Oenkovia (2), Arcanobacferium sp. (1). 
Results: 175 strains were identically identifled by the two systems. 
For 29 saains the identification systems yielded divergent results. In 
these cases supplemental conventional tests were used for dehnite 
diagnosis. Three strains were not identified by any of the systems. For 
the BBL Crystal GP system the overall identification accuracy was 
97% at the species/genus level. Six (3%) s t r a i n s  were misidentified. 
Conclusion: Crystal Grampositive ID system provides an accu- 
rate and easy-to-handle method for idenafylng aerobic grampositive 
bacteria. 
I P268 I Evaluation of BBL Crystal Gram Positive ID 
System 
L. Raskine, B. Hanau, S. Mariotte, J.C. Melin, MJ. Sanson-Le 
Pors. Service de Bacfhiologie- Krokyie, Hipita1 hriboisihe, Paris, France 
Objectives: evaluation of BBL Crystal Gram Positive ID System 
accuracy for the identification of different groups of Gram-positive 
cocci and rods in comparison with currently used non automated 
commercial systems. 
Methods: 170 &cal isolates were cultured from various body 
sites. The isolates were studied with the GP ID System and com- 
pared to the appropriate API identification strip: API STAPH, API 
20 STREP and API CORYNE. The GP ID panel contains 29 dried 
biochemical and enzymatic substrates which are read according to 
their chromogenic or fluorogenic reactions. Discrepancies were fur- 
ther examined by conventional biochemical methods. 
Results: agreement of identification to level species with the 
API system was obtained for 50/50 (100%) staphylococci, 2/2 
micrococci, 27/27 (100%) enterococa, 20/23 (86%) miscellaneous 
and 54/68 (79%) streptococci (but with 100% of good identification 
at genus level). Minor discrepancies were encountered in the 
viridans group with the two systems. None of the three species, S. 
pamsanguis, S. gordonii, S. micularis, were encountered in the API 
data base. Neither system was able to idenhfy to the level species 
some strains of the viridans group which require molecular biology 
for identification. The advantages of the BBL Crystal GP ID are the 
ease of inoculating the panel and the fact that a unique panel can 
be used to idenafy both Gram-positive cocci and rods. The BBL 
GP ID is an easy-to-use kit which compares favorably with other 
commercial systems. 
Micromethods for Identification of Species 
Belonging to Genus Stn?ptococurs, 
Enterncoccus and Staphylococcus 
C.S. Boye, K. Ndao, 0. Kaire, M.L. Diaw, E. Macondo, L. Dabo, 
S. Mboup. Bacthiologie/CHU A. Le Dantec, Dakar, Senegal 
Objectives: The aim of the study was to set accurate and reliable 
methods in the idenafication of Streptococcal, Enterococcal and 
Staphylococcal species. 
Methods: Micro CSB Strep and Staph system consists each of a 
strip with 20 wells containing dehydrated substances for the follow- 
-For Strepromcn' and Entemcoai; Voges-Proskauer, production of 
urease, bita-galactosidase and arginine dhydmlase; hydrolysis of hip- 
punte and esculin; fermentation of 13 carbohydrates and p w t h  in 
salt broth, 
For Staphylocorn": VogesProskauer; production, of urease, decar- 
boxylases, nitrate reductase and B-galactosidase; fermentation of 14 
carbohydrates; susceptibihty to novobiocin Growth h m  one sheep 
bood agar plate (trypticase soy agar base) incubated for 24-48 hours 
at 37°C f 5% C 0 2  was suspended in 0.9% sterile saline to yield 
sufficient inocula for the strips (>4 Mac-Farland for Streptococci 
and >2  Mac-Farland for Staphylococci)-Strips were inoculated with 
75 p l  per cupule and incubated after 18 hours; reagents were added 
to Voges-hskauer and enzym wells; a control well for gnnuth were 
also used-All results were recorded and compared to profiles obtained 
with reference strains from ATCC. 
Results: Reactions from Micromethods were clear and easily 
read. Identification of 229 strains of Streptococci and Enterococci 
by Strep CSB system were correct for most species with 98.7% 
specificity and 99.3% sensitivity; Staphylomcm species such S. aureus, 
S. epidermidis, S. hemolyticus, S.  xylosus, S. saprohyticus, S. hominir, 
S.  tuarneri, Sintnmedius, S. simulans were also well idenafied with 
99.99% of specificity and 99.97% of sensitivity 
Conclusions: These accurate micromethods are good alterna- 
tives for Microbiology laboratories without fadties for extended 
conventional testing. 
ing reactions. 
I P270 1 Performance of 3 New Latex-Agglutination Tests 
in the Rapid Identification of Staphylococci 
H. Mittermayer, C. Jebelean, R. Watxhikger, M. Haditsch, 
L. Binder. Dept. ofMed. Microbiology and Hygiene Elisabethinen 
Hospital Llnz, Austria 
Objectives: To evaluate the performance of three new rapid 
latex-agglutinations tests: "Slidex Staph Plus" (Bio-Merieux) , 
